Experimental Section
Materials. The recombinant protein of human high-mobility group box 1 (HMGB1) was purchased from OriGene Technologies (MD, USA). Phosphoramidites and controlled pore glass supports for DNA synthesis were purchased from Link Technologies (UK). Sensor chips, amino coupling reagents and buffers for surface plasmon resonance (SPR) measurements were purchased from GE Healthcare. Dual labeled FAM-5'-AGGGCGGTGTGGGAAGAGGGAAGAGGGGGAGG-3'-TAMRA (F32GT) (FAM: 6-carboxyfluorescein; TAMRA: 6-carboxytetramethylrhodamine) oligonucleotide was obtained from Biomers (Germany). All common chemicals, reagents and solvents were purchased from Sigma Aldrich (Merck group) unless otherwise stated.
Oligonucleotide synthesis and sample preparation. DNA oligonucleotides were chemically synthesized using an ABI 394 DNA/RNA synthesizer (Applied Biosystem, Inc) on controlled pore glass supports at 1 or 5 µmol scale, using standard phosphoramidite solid phase chemistry. In particular, the following oligonucleotides were synthesized: the G-rich KRAS promoter sequence (32ds), F32G and 32C (F32ds), or F32G and 32CT (F32dsT), in 50 mM Tris-HCl buffer containing 100 mM LiCl at pH 7.4. All samples were heated at 90 °C for 5 min, gradually cooled to room temperature overnight, and then incubated for 24 h, at 4 °C before data acquisition.
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Circular dichroism (CD) experiments. CD experiments were recorded on a Jasco J-815 spectropolarimeter equipped with a Jasco PTC-423S temperature controller. Spectra were recorded in a quartz cuvette with 1 mm path length in the wavelength range of 220-360 nm, and averaged over three scans. The scan rate was set to 100 nm/min, with 1 s response time and 1 nm bandwidth. Buffer baseline was subtracted from each spectrum. For DNA structural characterization, 10 µM of 32G, 32C and 32ds duplex were used. CD spectra of 32C in the pH range 4.0-7.4 were also recorded. CD melting experiments were carried out by collecting data in the range 20-95 °C using a temperature step of 5 °C. The samples were incubated at each temperature for a suitable time to achieve the equilibrium. Reaching equilibrium at each temperature was guaranteed by the achievement of superimposable CD spectra on changing time.
The CD melting curves ( where P0 is the total protein concentration, L the added DNA concentration, n the number of binding sites and Ka the equilibrium association constant. The total protein concentration was corrected for dilution effects resulting from the change in volume incurred by the DNA addition.
The experiments were repeated three times, and the obtained results are presented as the mean ± S.D.
Microscale thermophoresis (MST) experiments.
MST measurements were performed using the Monolith NT.115 (Nanotemper Technologies, Munich, Germany). The FAM-labeled F32G, F32C, and F32ds were prepared in the appropriate buffers reported above, supplemented with 
